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WHAT IS CLAIMED IS: 

1 . A composition comprising an addressable collection of two or more nucleic 
acid molecules that are differentially expressed in hepatocellular carcinoma, wherein 

S the nucleic acid molecules consist essentially of the nucleic acid molecules forth in 
any one or more of Tables 1 througjh 4 or complCTients, fragmCTits, variants, or 
analogs thereof. 

2. The composition of claim 1 wh^ein the nucleic acid molecules consist 

10 essentially of all the nucleic add molecules set forth in any one or more of Tables 1 
through 4. 

3. The composition of claim 1 or 2 wherein the nucleic acid molecules are 
differentially expressed between hepatocellular carcinoma tissue and non-tumor 

15 tissue. 

4. A composition comprising an addressable collection of two or more 
polypq>tides that are differentially expressed in hepatocellular carcinoma, wherein the 
polypqptides consist essentially of polypeptides needed by the nucleic acid 

20 molecules set forth in any one or more of Tables 1 through 4 or complonents, 
firagmmts, variants, or analogs th^eof. 

5. The composition of claim wherein the polypeptides consist ess^tially of the 
polypeptides encoded by all the nucleic add molecules set forth in any one or more of 

25 Tables 1 through 4. 

6. The comiK)sition of claim 4 or 5 wherdn the polypeptides are diff^entially 
expressed between hepatocellular carcinoma tissue and non-tumor tissue. 

30 7. Hie coiaaposition of any one of claims 1 through 6 whordn the nuddc add 
molecules or the polypeptides are attached to a solid support 
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8. Use of the composition of any one of claims 1 through 7 in flie preparation of 
a medicament for diagnosis or therapy of hepatocellular carcinoma. 

9. A method of diagnosing hepatocellular carcinoma in a subject comprising: 
5 obtaining a sample from the subject; and 

detecting the level of expression of two or more nucleic acid molecules or 
expression products thereof in the sample, wherein the nucleic acid molecules consist 
essentially of the nucleic add molecules set forth in any one or more of Tables 1 
ihrou^ 4 or complements, fragments, variants, or analog thereof. 

10 

1 0. The method of claim 9 wherein tiie sample is liver. 

1 1. The method of claim 9 wherein the sample is serum. 

15 12. The method of any one of claims 9 through 1 1 wherein the sample is 
suspected of being cancerous. 

1 3. The method of any one of claims 9 through 1 1 wherein the sample is non- 
canc^ous. 

20 

14. Hie m^od of any one of claims 9 through 13 fiutho: comprising comparing 
Uie level of expression of the nucleic acid molecules or expression products thereof in 
a non-cancerous sample and in a sample suspected of b^ng cancerous. 

25 15. Hie method of any one of claims 9 through 14 wherein fhe subject is 
suspected of having hepatocellular carcinoma. 

16. The method of any one of clain[is 9 through 15 wherein the nucleic acid 
molecules consist essentially of all the nucleic acid molecules set forth in any one or 
30 more of Tables 1 throng 4 or coniplements, fragments, or analogs thereof. 
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1 7. The method of any one of claims 9 fihrough 1 7 wherein differential expression 
of the nucleic acid molecules or expression products thereof is indicative of 
hepatocellular carcinoma. 

18. A method of monitoring the progression of h^atocellular carcinoma in a 
subject comprising: 

obtaining a sample firom the subject; and 

detecting the level of expression of two or more nucleic acid molecules or 
expression products th^eof in the sample, wherein the nucleic acid molecules consist 
essentially of the nucleic acid molecules set foifli in any one or more of Tables 1 
througjh 4, or complem^ts, fragments, variants, or analogs thereof. 

19. The method of claim 18 wherein the sample is obtained at two or more time 
points. 

20. Hie method of claim 18 or 19 wherein the nucleic acid molecules consist 
essentially of all the nucleic acid molecules set forth in any one or more of Tables 1 
through 4 or complCTi^ts, fiagments, variants, or analogs thereof 

21 . The method of any one of claims 1 8 through 20 wherein the sample is liver. 

22. The method of any one of claims 1 8 through 20 wh^ein the sample is serum. 

23. The method of any one of claims 1 8 through 22 further comprising comparing 
the level of expression of the nucleic acid molecules or expression products thereof in 
a non-cancerous sanGiple and in a sample suspected of being cancerous. 

24. The method of any one of claims 1 8 through 23 wherein dififerential 
e3q)ression of the nucleic acid molecules or expression products thereof is indicative 
of progression of hepatocellular carcinoma. 
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25. The mediod of any one of claims 19 through 24 further comprising comparing 
the level of expression of the nucleic acid molecules or expression products in the two 
or more time points. 

5 26, A method of monitoring the efficacy of a hepatocellular carcinoma therapy in 
a subject comprising: 

administering the therapy to the subject; 
obtaining a sample from the subject; and 

detecting the level of exi^ression of two or more nucleic acid molecules or 
1 0 expression products thereof in the sample^ wherein the nucleic acid molecules consist 
essentially of the nucl^c acid molecules set forth in any one or more of Tables 1 
through 4, or complements, fragments, variants, or analogs thereof. 

27. The method of claim 26 wherein the therapy is administ^ed at two or more 
IS administration time points. 

28. Hie method of claim 26 or 27 wherein the sample is obtained at two or more 
sampling time points. 

20 29. llie method of any one of claims 26 through 28 wherein the nucleic acid 

molecules consist essentially of all the nucleic acid molecules set forth in any one or 
more of Tables 1 tfarougji 4 or complCTients, fragments, variants or analogs thereof. 

30. The method of any one of claims 26 ttirou^ 29 wherein the sample is 
25 suspected of being cancerous. 

3 1 . The method of any one of claims 26 through 30 wherdn the sample is non- 
cancerous. 

30 32. The method of any one of claims 26 through 3 1 further comprising comparing 
the level of expression of the nucleic acid molecules or e?q>ression products th^eof in 
a non*cancerous sample and in a sample suspected of being cancerous. 
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33. The method of any one of clauns 26 throu^ 32 wherein dififerential 
expression of the nucleic acid molecules or expression products thereof is indicative 
of the efficacy of the hepatocellular carcinoma therapy. 

34. The method of any one of claims 27 through 33 furth^ comprising comparing 
the level of expression of the nucleic acid molecules or expression products in the two 
or more administration time points. 

35. The method of any one of claims 28 through 34 further conq>rising comparing 
the level of expression of the nucleic acid molecule or expression products in the two 
or more sanipling time points. 

36. The method of any one of claims 9 through 35 wherein the subject is a human. 

37. A method of scre^iing a compound for treating hepatocellular carcinoma 
comprising: 

contacting a sample with a test compound; and 

detecting the level of expression of two or more nucleic acid molecules or 
expression products th^eof in the sample, wherein the nucleic acid molecules consist 
essCTtially of the nucleic acid molecules set forth in any one or more of Tables 1 
through 4, or compl^mts, fragments, variant or analogs thereof. 

38. Hie method of claim 37 who^dn the nucldc add molecules consist essmtially 
of all the nucleic acid molecules set forth in any one or more of Tables 1 through 4 or 
complements, fragments, variants or analogs thereof. 

39. The method of claim 37 or 38 wherein the samples are selected from the group 
consisting of cancerous samples and non-cancerous samples. 

40. The method of any one of claims 37 throu^ 39 wherein die samples are 
sdected fix>m die group consisting of liver samples .and so!^ 
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41. The method of any one of claims 37 through 10, further comprising comparing 
the level of expression of two or more nucleic acid molecules or expression products 
thereof with a standard. 

5 

42. The method of any one of claims 9 through 41, wherein the method is a hig^ 
throughput method. 

43. The method of any one of claims 9 fluough 42, further comprising pr^aring a 
1 0 g^e expressicm profile. 

44. A solid support comprising two or more nucleic acid molecules that are 
differentially expressed in hepatocellular cardnoma, wherein the nucleic acid 
molecules consist essentially of the nucleic acid molecules set forth in Tables 1 

15 througji 4 or complements, fragm^ts, variants, or analogs thereof. 

45. The solid support of claim 44 wherein the nuclric acid molecules consist 
essentially of all the nucleic acid molecules set forth in any one or more of Tables 1 
through 4. 

20 

46. The solid support of claini 44 or 45 wherein the nucleic acid molecules are 
diffa-entially expressed between hepatocellular carcinoma tissue and hon-tumor 
tissue. 

25 47. A solid support comprising two or more polypeptides that are differ^tially 

expressed in hepatocellular carcinoma, wh^ein the polypeptides consist ess^tially of 
polypeptides encoded by the nucleic acid molecules set fortii in Tables 1 through 4 or 
complements, firagments, variants^ or analogs thereof. 

30 48. The solid support of claim 47 wfaaein the polypeptides consist ess^Ltially of 
the polypq[>tides encoded by all the nucleic add molecules set forth in any one or 
mor^of Tables Ithrdu^ 4. 
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49. The solid support of claim 47 or 48 wherein the polypeptides are differentially 
expressed between hepatocellular carcinoma tissue and non-tumor tissue. 

50. The solid support of any one of claims 47 through 49 wherein the nucleic acid 
molecules or the polypeptides are covalently attached to the solid support. 

51. Hie solid support of any one of claims 47 through 49 wherem the nucleic acid 
molecules or the polypeptides are non-coval^tly attached to the solid support 

52. The solid support of any one of claims 47 througjb 5 1 wherem the solid 
support coniprises a mioroarray. 

53. A database comprising information identifying the expression level in liver 
tissue of two or more nucleic acid molecules or expression products thereof, wherein 
the nucleic acid molecules consist essentially of the nucleic add molecules set forth in 
any one or more of Tables 1 througli 4, or complemmts, fiagments, variants^ or 
analog3 thereof. 

54. The database of claim 53, wherein the liver tissue is selected from Hie gro\q> 
consisting of cancerous and non-canca:ous tissue. 
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